INTRODUCTION
Poultry houses can be contaminated by Campylobacter in many different methods from various environmental sources, making the control of flock colonization by Campylobacter a very challenging mission. At present, no single measure is completely effective in minimizing Campylobacter infections on poultry farms. Campylobacter can break through biosecurity barriers and attack poultry houses, colonizing the chicken intestine and quickly multiplying in the intestinal mucosa. However, Campylobacter does not induce health or welfare troubles in chickens. Campylobacter spreads fast within broiler flocks and almost all birds will be infected within seven days (Garcia Ana et el.,). Poultry flocks can be infected by multiple sources; it is difficult to eliminate Campylobacter from poultry farms by biosecurity measures alone. The use of fly screens on poultry farms has been found to be an effective method to decrease the introduction of Campylobacter into broiler farms especially during summer period. The exact mechanism by which C.jejuniis introduced into the poultry farm still unclear, although a variety of important sources have been incriminated, including water (Pearson et al., 1993), insects(Rosef and Kapperud 1983),farm personnel, and rodents(Annan-Prah and Janc 1988). Regardless of the source, once C. jejuniis introduced into a poultry flock, it spreads quickly and usually contaminating the entire flock (Shanker et al.,1990) . One of the challenges associated with campylobacteriosis control is that Campylobacter behaves as a commensal micro-organism in healthy poultry flocks without causing any clinical symptoms. It is a normal inhabitant in the mucus layer of the cecum but does not penetrate the intestinal cells (Wael Abdelrahman 2014).
The persistence of C.jejuni during successive broiler flock rotations was suggested to be a result of the survival of the organism in many vectors as rodents and insects that were able to evacuate the house during cleaning and disinfection and then come back. However, no direct evidence mentioned to prove this opinion.
Other farm animals in broiler farms including pigs, cattle, sheep, and poultry other than chickens has been found to be associated with an increased risk of Campylobacter infection in broiler chickens.
In a follow up study, C.jejuni isolates from cattle were shown to have the same flaA type gene as the isolates from the broilers on the same farm.
C. jejuni is the major pathogen causing food borne diseases worldwide (Scallan et al. 2011) . 
PM Examination
Samples Collection: A total of 200 samples were collected from 100broiler chickens (dead and live birds suffering from diarrhea). The age of birds was 3-6 weeks. The samples were divided into 100 intestinal samples and 100liver samples. This study was performed during the period between March and September 2016.Samples were sent to the laboratory and prepared for microbiological and molecular examinations. Samples Preparation: Samples were prepared as the following; Ten grams from each sample were weighted under complete aseptic conditions, and transferred into sterile polyethylene bag containing 90 ml of sterile 0.1% peptone water (Oxoid). Samples were blended in a stomacher (Lab-blender, 400) for one minute to provide 10 -1 dilution. The PCR products were separated by electrophoresis on 1.2% agarose gel (Applichem, Germany, GmbH) in 1X TBE buffer at room temperature using gradients of 5V/cm. For gel analysis, 10 µl of PCR products were loaded in each gel slot and 100 bp plus DNA Ladders (Qiagen, Germany, GmbH) were used to detect the fragment sizes. Control positive and control negative were used in each reaction. The gel was photographed by a gel documentation system (Alpha Innotech, Biometra).
RESULTS
1. PM lesions of dead broiler chickens were accumulation of fluid and gas or mucus in the intestines. Distention of intestines including ceca with watery fluid.
Total Prevalence of C. Jejuni among Broiler Chicken
Results showed that the total prevalence of C. jejuni among chicken samples was 25.5%. The higher C. jejuni prevalence was in intestinal samples 26 (26%) followed by liver samples25 (25%).
Presence of Virb11, Flaa, and I am Virulence Genes among C. Jejuni Isolates from Chicken
The prevalence of three main virulence genes C. jejuni from chicken intestinal (10 samples) and liver samples (10 samples) was reported in table (2) as following: the total prevalence of VirB11, flaA, and iam genes was 10%, 5%, and 40%, respectively. VirB11 gene was found in 2 (20%) in intestinal samples. flaA gene was detected in 1(10%) only in intestinal samples. The highest rate was detected in iam gene by a percentage of 5 (50%) in intestinal samples and in a lower rate in liver samples 3 (30%).
Table2. Prevalence of three virulence genes of among C. jejuni isolates from chicken samples
PCR amplification of the enterotoxins (VirB11) was 494 bp products of DNA extracted from C. jejuni, enterotoxins (iam): 518 bp molecular size.
while Enterotoxins (flaA) was 855bp of C. jejuni isolates from chicken samples respectively (figure 1). 
DISCUSSION
Chicken are susceptible to various bacterial agents which may be caused by a lack of hygiene, extensive exposure to the microbial agents and being carriers of these micro-organisms due to their genetic immunity. C. jejuniis one of these agents that can be isolated from poultry. (Abd ElMalek et al., 2010).
On commercial poultry farms, Campylobacter is rarely detected in birds less than 3 weeks of age. The reason for this lack of infection in young birds is unclear and may be related to various factors including the presence of maternally derived antibodies or differences in environmental or host-related conditions. Typically, the prevalence of Campylobacter rises as the birds grow and reaches the slaughter age for boiler chickens
Campylobacter infections in poultry usually produce no clinical symptoms of illness under natural conditions. Although, some studies recorded that experimental challenge of young chickens with Campylobacter can produce clinical signs in the form of watery/mucoid/ bloody diarrhea, weight loss, or even mortality.
C. jejuni infect intestinal tract of several domestic poultry types frequently which be more sever in chicks which known as enter-invasive transient diarrhea resulting as watery droppings, hepatic focal necrosis, focal hemorrhage, jejunum distention or the absence of clinical signs. As well as, the average Campylobacter prevalence rate on chicken at retail is 57% (Humphrey et al., 2007) .
Other study on the prevalence of Campylobacter incommercial broilers has shown that 85-98% of commercial broiler flocks were colonized by C. jejuni (Avrain et al., 2003) .
The differences in the prevalence of C. jejuni could be attributed to the geographical area in this study. This study was conducted in a desert area and very hot and dry weather might be a determinant of the prevalence rate. In conclusion, this survey revealed that poultry was often contaminated with C. jejuni that might represent a threat to poultry production. Furthermore, several strains were positive for the several putative virulence marker genes which may represent a further hazard for health. Therefore, adequate biosecurity measures should be in consideration during the chicken cycles. The equipment cleanliness and chemical disinfectants are warranted.
